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Molecular Mechanism for Topogenesis and Targeting
of Membrane Proteins in the Cell
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Regulation of Antiorganochemical Detoxification System
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Molecular Biomachine SFHEE
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Elucidation of physiological roles for the spatiotemporal production of alternative

splicing variants of the actin-binding scaffold molecules during brain development
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Regulation of nuclear lamina dynamics by SUMOylation
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